Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.011 Å; R factor = 0.037; wR factor = 0.131; data-to-parameter ratio = 16.8.
Related literature
For other tetrahedral ammonium tetrabromidocadmates, see: Altermatt et al. (1979) ; Battaglia et al. (1991) ; Casals et al. (1987) ; Geselle & Fuess (1994) ; Ishihara et al. (1998) ; Krishnan et al. (1991) ; Sato et al. (1986) ; Waskowska (1994) .
Experimental
Crystal data (C 7 
Data collection
Bruker SMART APEX diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.258, T max = 0.431 (expected range = 0. Table 2 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2008 ); cell refinement: APEX2; data reduction: SAINT (Bruker, 2008 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: pubCIF (Westrip, 2009 
Experimental
Cadmium chloride (0.5 g, 2 mmol) dissolved in water (10 ml) and 4-dimethylaminopyridine hydrobromide perbromide (0.8 g, 2 mmol) dissolved in ethanol (80 ml) were mixed and the mixture heated for 1 h. Slow evaporation of the filtrate gave colorless crystals.
Refinement
Carbon-and nitrogen-bound H atoms were placed in calculated positions (C-H 0.95 to 0.98 Å, N-H 0.88 Å) and were included in the refinement in the riding model approximation, with U(H) fixed at 1.2-1.5U(C). The water H atoms were placed in chemically sensible positions on the basis of hydrogen-bonding interactions, but were not refined.
The final difference Fourier map had a large peak at 1.3 Å from H5 and a deep hole at 0.7 Å from Br1. Figures   Fig. 1 . Thermal ellipsoid plot (Barbour, 2001 ) of (C 7 H 11 N 2 ) 2 (CdBr 4 ).H 2 O at the 70% probability level. H atoms are drawn as spheres of arbitrary radius.
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